BenoapoOHUOT MUKPOOMOM U
HeroBaTa yJnora Kaj pecnupaTopHu
MHdeKunn

Acc. gp. UpuHa AHrenoBckKa
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HoBu MOJ1EKYJ1apPHUN TEXHUKHA

AHanunsa Ha cuTe MUKPOOPraHN3Mu U Ha OHUe
HeAeKTUOUITHN co gocerawHU MUKPOOUOMOLUKHU
aHanusu

-CeKBeHUMOHMpakwe Ha 165 r
RNA

-MeTareHoMcKu (MMKpOOHa
DNA)
-MeTaTpaHCKPUTOMCKM
(MnkpooHa mRNA)

(Haemophilus influenza,
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PecnupaTtopHu 3abonyBawa n 6enogpodbeH MUKpoonom
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Injured Alveolus during the Acute Phase
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AERIS study)

ORIGINAL ARTICLE
Longitudinal profiling of the lung microbiome in the
AERIS study demonstrates repeatability of bacterial
and eosinophilic COPD exacerbations
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[THeBMOHMja-MNKPOOMOM pa3nNUnUKu
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PecnupaTopHu BUPYCHU UHPEKUUUN-anTepaumja Ha
MUKpPOOUHOM

e Influenza A :

* Proteobacteria (Pseudomonas spp, Acinetobacter),
Firmicutes (Staphylococcus ,Streptoccocus spp).
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BpoHxuektasnn-mmkpooumom (Non CF)

1 h

(Haemophilus, Pseudomonas, Streptococcus)
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Mukpobuom Kaj umctnyHa conbpo3sa

« HamaeHa ouBep3nOUITHOCT- 3rorieMeH ogHoc Firmicutes /
Bacteroides:

* MpQrpECHjaHA OeMecTa KOO HM3aLuMja Co NaToreHu,

, ]

JomMmuHauuja Ha egeH nNaToreH N 4yecta ynortpeba Ha aTHUONOTULU-
BO paHa Bo3pacT

 ucbuosa BO ANreCTUBHUOT MUKPOOMOM




3aKny4okK

HamaneHa AnBep3nOUITHOCT HA MUKPOOMOMOT Kaj
pecnupaTtopHuTe UHMeKuunTe

3ronemMyBaH-e Ha 6pojHOCTa Ha NaTOreHuTe U
HamarnyBale Ha NPOTEeKTUBHUTE DAKTEPUCKU TaKCU-

Mariu NPOMEeHU CO KymMmyriaTUBEH ePeKT.
Oucbouosza-3abonyBama




Mo>xeH meHaLIMeHT Ha 6enoapoOHMOT
MUKPOOMOM
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